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Introduction
• The MinIONTM is a portable, innovative,
long reads sequencing device based on
Nanopore technology
• Nanopore characteristics could be useful
to decipher some Leishmania infantum
genome attributes and simplify processes
• Still not used on complete Leishmania
genome sequencing
Conclusions
• First precedent of complete Leishmania
infantum genome sequencing with MinION
that opens up several avenues of research
with potential clinical applications3
• Accurate sequencing and assembly can be
achieved with a simple and short procedure
• Assembly polishment could be done to
improve the quality of the results
Peacock (2007)1
Gonzalez de la 
Fuente (2017)2
Present project
Technique Sanger
Illumina + 
PacBio
Nanopore
Fragments
470 (36 
chromosomes)
36 (85*) 68
%GC 59,3 59,54 59,49
Genome size (pb) 32.134.935 32.802.969 33.186.418
Larger 
chromosome (pb)
2.673.956 2.743.073 2.745.455
Coverage x5 x100 x64
Figure 1. Methods used in the practical part of the project  
Table 1. Comparison of the previous assemblies of the L. infantum genome and
the present project
* Total fragments before discards
• Prove MinIONTM capability to sequence
the complex genome of Leishmania
infantum
• Analyze and discuss the advantages
and possibilities of the method
Objectives
Results
Methods
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